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T into G  G into T
rat b 1/14,000 1/3,500

chick b 1/3,100 1/14,000

C into T  T into G
calf a 1/2,100 1/21,000

chick a 1/2,000 1/110,000

mutation

mutation



THE SPACE-FILLING SHAPES OF THE FOUR 
BASE PAIRS OF THE DNA DOUBLE HELIX





G, T, A C G 

C, T, A GC

A, C, G T A 

T, C, G AT

SIZE & SHAPE DO 
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DNA/POLYMERASE 
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Polymerase
(protein)

Template  
(DNA)

Pol B 

T7 pol

HIV-1 RT
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